.
Species Percent of identity

Araneus ventricusos and Argiope argentata 64%
Araneus ventricosus and Araneus gemmoides 85%
Araneus ventricosus and Nephila clavipes 50%
Araneus ventricosus and Argiope trifasciata 53%
Argiope argentata and Nephila clavipes 55%
Argiope argentata and Araneus gemmoides 64%
Argiope argentata and Argiope trifasciata 80%
Nephila clavipes and Araneus gemmoides 55%
Nephila clavipes and Argiope trifasciata 47%
Araneus gemmoides and Argiope trifasciata 57% Figure S1 . Alignment of concatenated N-and C-terminal regions from sequences with both terminal regions on NCBI. N-terminal regions end at amino acid position 170 (blue line). Missing data coded as "?". 120 amino acids long per line. Species abbreviations and accession numbers in Supplementary Table S1 . Figure S2 . The codon usage of PySp1 gene.
